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<110> 



APPLICANT: Wyeth 
Wolfman, Neil 
Bouxsein, Mary 



7 <120> TITLE OF INVENTION: ActRIIB Fusion polypeptides and Uses Therefor 

9 <130> FILE REFERENCE: 08702.0093-00000 
C— > 11 <140> CURRENT APPLICATION NUMBER: US/10/689, 677A 
C — > 11 <141> CURRENT FILING DATE: 2003-10-22 
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<213> ORGANISM: 


Human 






















20 


<400> SEQUENCE: 


1 
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Met 


Thr 


Ala 


Pro 


Trp 


Val 


Ala 
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Trp 
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Cys 
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Arg 
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Glu 


Ala 


Glu 


Thr 


Arg 
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Cys 


He 


Tyr 


Tyr 
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30 


Asn 


Ala 


Asn 


Trp 


Glu 


Leu 


Glu 


Arg 


Thr 


Asn 


Gin 


Ser 
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Leu 


Glu 


Arg 


31 
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Cys 


Glu 
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Asp 
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Arg 


Leu 
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Cys 


Tyr 


Ala 
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Trp 


Ala 


35 
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Asn 


Ser 


Ser 


Gly 


Thr 


He 


Glu 


Leu 


Val 


Lys 


Lys 


Gly 


Cys 


Trp 


Leu 


Asp 
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65 










70 










75 
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43 


Asp 


Phe 


Asn 


Cys 


Tyr 


Asp 


Arg 


Gin 


Glu 


Cys 


Val 


Ala 


Thr 


Glu 


Glu 


Asn 
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85 










90 










95 
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Pro 


Gin 


Val 


Tyr 


Phe 


Cys 


Cys 


Cys 


Glu 


Gly Asn 


Phe 


Cys 


Asn 


Glu 


Arg 


48 








100 










105 










110 






51 


Phe 


Thr 


His 


Leu 


Pro 


Glu 


Ala 


Gly 


Gly 


Pro 


Glu 


Val 


Thr 


Tyr 


Glu 


Pro 


52 






115 










120 










125 








55 


Pro 


Pro 


Thr 


Ala 


Pro 


Thr 


Leu 


Leu 


Thr 


Val 


Leu 


Ala 


Tyr 


Ser 


Leu 


Leu 
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130 
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He 
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Leu 


He 


Val 


Leu 


Leu 


Ala 


Phe 


Trp Met 


Tyr 


60 
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Arg 


His 


Arg 


Lys 


Pro 


Pro 


Tyr 


Gly 


His 


Val 


Asp 


He 


His 


Glu Asp 


Pro 


64 
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Pro 


Pro 


Pro 


Pro 


Ser 


Pro 


Leu 


Val 


Gly 


Leu 


Lys 


Pro 


Leu 


Gin 


Leu 


68 








180 










185 










190 






71 


Leu 


Glu 


He 


Lys 


Ala 


Arg 


Gly 


Arg 


Phe 


Gly Cys 


Val 


Trp 


Lys 


Ala 


Gin 


72 






195 










200 










205 
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Leu 


Met 


Asn 


Asp 


Phe 


Val 


Ala 


Val 


Lys 


He 


Phe 


Pro 


Leu Gin Asp 


Lys 
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210 










215 










220 










79 


Gin 


Ser 


Trp 


Gin 


Ser 


Glu 


Arg 


Glu 


He 


Phe 


Ser 


Thr 


Pro 


Gly Met 


Lys 
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17 



<160> 
<170> 
<210> 
<211> 
<212> 



NUMBER OF SEQ ID NOS: 6 
SOFTWARE: Patentin version 3.1 
SEQ ID NO: 1 
LENGTH: 512 

TYPE: PRT 



^ i^ot Comply 
Corrected Diskette Needed! 
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80 225 



230 



235 



240 



83 His Glu Asn Leu Leu Gin Phe lie Ala Ala Glu Lys Arg Gly Ser Asn 

84 245 250 255 

87 Leu Glu Val Glu Leu Trp Leu lie Thr Ala Phe His Asp Lys Gly Ser 

88 260 265 270 

91 Leu Thr Asp Tyr Leu Lys Gly Asn lie lie Thr Trp Asn Glu Leu Cys 

92 275 280 285 

95 His Val Ala Glu Thr Met Ser Arg Gly Leu Ser Tyr Leu His Glu Asp 

96 290 295 300 



99 Val Pro Trp Cys Arg Gly Glu Gly His Lys Pro Ser lie Ala His Arg 


100 


305 










310 








315 










320 


104 


Asp 


Phe 


Lys 


Ser 


Lys 


Asn Val 


Leu 


Leu 


Lys 


Ser 


Asp 


Leu 


Tnr 


Ala 


val 


105 










325 








330 










o o c 
ODD 




108 


Leu 


Ala 


Asp 


Phe 


Gly 


Leu Ala 


Val 


Arg 


Phe 


Glu 


Pro 


Gly 


Lys 


Pro 


Pro 


109 








340 








345 










350 






112 


Gly 


Asp 


Thr 


His 


Gly 


Gin Val 


Gly Thr 


Arg 


Arg 


Tyr 


Met 


Ala 


Pro 


Glu 


113 






355 








360 










365 








116 


Val 


Leu 


Glu 


Gly Ala 


He Asn 


Phe 


Gin 


Arg 


Asp 


Ala 


Phe 


Leu 


Arg 


He 


117 




370 








375 










380 










120 


Asp 


Met 


Tyr 


Ala 


Met 


Gly Leu 


Val 


Leu 


Trp 


Glu 


Leu 


Val 


Ser 


Arg 


Cys 


121 


385 










390 








395 










400 


124 


Lys 


Ala 


Ala 


Asp Gly 


Pro Val 


Asp 


Glu 


Tyr 


Met 


Leu 


Pro 


Fne 


Cj±U 


CjIU 


125 










405 








410 










41o 




128 


Glu 


He 


Gly 


Gin 


His 


Pro Ser 


Leu 


Glu 


Glu 


Leu 


b±n 


CrrlU 


val 


val 


vai 


129 








420 








425 


















His 


Lys 


Lys 


Met 


Arg 


Pro Thr 


He 


Lys 




n _L o 


irp 




-i-i_y o 


His 


Pro 


133 






435 








440 










445 








136 


Gly 


Leu 


Ala 


Gin 


Leu 


Cys Val 


Thr 


He 


Glu 


Glu 


Cys 


Trp 


Asp 


His 


Asp 


137 




450 








455 










460 










140 


Ala 


Glu 


Ala 


Arg 


Leu 


Ser Ala 


Gly Cys 


Val 


Glu 


Glu 


Arg 


Val 


Ser 


Leu 


141 


465 










470 








475 










480 


144 


He 


Arg 


Arg 


Ser 


Val 


Asn Gly 


Thr 


Thr 


Ser 


Asp 


Cys 


Leu 


Val 


Ser 


Leu 


145 










485 








490 










495 




148 


Val 


Thr 


Ser 


Val 


Thr 


Asn Val 


Asp 


Leu 


Pro 


Pro 


Lys 


Glu 


Ser 


Ser 


He 


149 








500 








505 










510 






152 


<210> SEQ ID NO; 


: 2 






















153 


<211> LENGTH: 375 






















154 


<212> TYPE: 


PRT 
























155 


<213> ORGANISM: 


Human 




















157 


<4 00> SEQUENCE: 


2 






















160 


Met 


Gin 


Lys 


Leu 


Gin 


Leu Cys 


Val 


Tyr 


He 


Tyr 


Leu 


Phe 


Met 


Leu 


He 


161 


1 








5 








10 










15 




164 


Val 


Ala 


Gly 


Pro 


Val 


Asp Leu 


Asn 


Glu 


Asn 


Ser 


Glu 


Gin 


Lys 


Glu 


Asn 


165 








20 








25 










30 






168 


Val 


Glu 


Lys 


Glu 


Gly 


Leu Cys 


Asn 


Ala 


Cys 


Thr 


Trp 


Arg 


Gin 


Asn 


Thr 


169 






35 








40 










45 








172 


Lys 


Ser 


Ser Arg 


He 


Glu Ala 


He 


Lys 


He 


Gin 


He 


Leu 


Ser 


Lys 


Leu 


173 




50 








55 










60 










176 


Arg 


Leu 


Glu 


Thr 


Ala 


Pro Asn 


He 


Ser 


Lys 


Asp 


Val 


He 


Arg 


Gin 


Leu 
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If/ 


65 










70 










75 










80 


ion 
1 o U 


Leu 


Pro 


Lys 


c\±di 


jTX yJ 


Pro 


Leu 




VJ-L LA 


Leu 


He 


Asp 


Gin 


Tvr 
± yx 


Asp 


Val 


1 Q 1 

lo 1 










ft R 










90 










95 




1 Q /I 

lo4 


Gin Arg 


Asp 


Asp 


CI Q V 

oer 


Ser Asp 


vj-L y 




Leu 


\J J- u. 






Asp 


Tvr 


His 


1 Q c; 
loO 








100 










IDS 

J. VJ 










110 






TOO 

loo 
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Thr 


Thr 


Glu 


1 nr 


He 


He 


J. nr 




TD f-\ 

IT 1. 


Th-r 


\3 _L Li 


O J. 




Phe 


Leu 


io y 






115 










1 90 
X z u 










125 








19-^ 


Met 


Gin 


Val 
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uxy 
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Pro 


Lys 




v^yo 


Ph<=> 




Lys 




OCX 


Ser 


19 J 




130 










135 










X "i VJ 
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Lys 


lie 


Gin 


Tyr 


Asn 


Lys 


Val 


va J. 


Lys 




PI -n 
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Leu 


irp 


X X 
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i-lC Li 


1 y / 


145 










150 










J. J -J 










160 


o A n 


Arg 


Pro 


Val 


Glu 
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Pro 


Thr 


Thr 


V 3.1. 


IT Iltr 


V aX 


m n 

OXI J. 


X Xc;: 


Xj t; Li 


Arg 


Leu 


201 








1 DD 










± / U 










175 




204 
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Pro 


Met 
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Asp 


Gly 


rp Va >~ 
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Arg 


Tyr 


1 nr 


oxy 


X Xtr 


7\ ■K'rT 
rll. y 


Ot:: Jl. 


J_l C UL 


one 








180 










±0 D 










190 






208 


Lys 


Leu 


Asp Met 


Asn 


Pro 


Gly 


xnr 


b-Ly 


1 ±e 


irp 


oxri 


C in r~ 

oer 


X X 




V dX 


o r\ ri 

z09 






195 








ZUU 










9nR 

Z U J 








212 


Lys 


Thr 


Val 


Leu 


bin 


Asn 


Trp 


Leu 


Lys 


bxn 


Pro 


LiXU 


oer 


Asn 


Leu 


Vnxy 


213 
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215 










9 9ri 
z z u 










216 


lie 


Glu 


He 


Lys 


7\ n 

Ala 


Leu 


Asp 


blU 


Asn 


biy 


rll S 


Asp 


Leu 


MXcl 


VciX 


1 IIX 


217 


O O c: 










230 










9 R 
Z jO 










940 


221 


Phe 


Pro 


Gly 


Pro 


Gly 


Glu Asp 


/^i ti- 
dily 


Leu 


Asn 


Pro 


fne 


Leu 


PI n 


V cdX 


Lys 


o o o 
ZZZ 




















Z 3 U 










9 SS 
o .J 




o o c 


Val 


Thr 


Asp 


Thr 


Pro 


Lys 


Arg 


oer 


7\ V- /-T 

i-i.r y 






i lit: 




JLiGU 


Asp 


Cys 


226 








260 










265 










270 






229 


Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


230 






275 










280 










285 








233 


Asp 


Phe 


Glu 


Ala 


Phe 


Gly Trp 


Asp 


Trp 


He 


He 


Ala 


Pro 


Lys 


Arg 


Tyr 


234 
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295 










300 










237 


Lys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


238 


305 










310 










315 










320 


241 


Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 


His 


Gin 


Ala 
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Pro 


Arg 
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Ala 
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Thr 
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Met 
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Met 
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246 






340 
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Asn 


Gly Lys 


Glu 
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He 


He 
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Gly 
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Val 
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Arg 


Cys 


Gly 


Cys 


Ser 





















254 370 

257 <210> SEQ ID NO: 3 

258 <211> LENGTH: 378 

259 <212> TYPE: PRT 

260 <213> ORGANISM: i^rtif 
W — > 261 <220> FEATURE: (C^mS 




lal Sequence i ^ 



&9. 



262 <223> OTHER INFORMATION: Fusion 
264 <400> SEQUENCE: 3 

266 Met Lys Phe Leu Val Asn Val Ala Leu Val Phe Met Val Val Tyr He 

267 15 10 15 

270 Ser Tyr He Tyr Ala Thr Ser Gly Arg Gly Glu Ala Glu Thr Arg Glu 
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Tyr Asn Ala 
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7\ c? n 




O C J- 


Z ID 
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4 U 
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Gly 


Leu 


Glu 


Arg Cys 


Glu 




CI n 

lalU 
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Asp 


Lys 
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IlJLS 




iyr 
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283 


Ala 


Ser 


Trp 


Arg Asn 


Ser 


Ser 


L»ly 
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UlU 
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Lys 
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\7 

oxy 


284 
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DO 
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RD 
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287 


Cys 


Trp 


Leu 


Asp Asp 


Phe 


Asn 


Cys 


Tyr 


Asp 


Arg 


vjxn 


P 1 n 


L^ys 


vax 


/ixa 


288 










85 










y u 










^o 




291 


Thr 


Glu 


Glu 


Asn 


Pro 


Gin 


Val 


Tyr 


Fne 


Cys 


Cys 


Cys 


IjXU 


uxy 


Asn 


Fne 


292 








100 










1 UO 










± X u 






295 


Cys 


Asn 


Glu 


Arg 


Phe 


Thr 


His 


Leu 


Pro 


CjIU 


Ala 


Cjrly 


(jiy 


Pro 


LjIU 


vax 


296 






115 










IzU 










1 0 c; 
IZ 0 








299 


Thr 


Tyr 


Glu 


Pro 


Pro 


Pro 


Thr 
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Pro 


inr 
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Cl IT 
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Arg 


oxy 


Asp 


Asp 


300 
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1 Jo 










1 4 U 










303 


Asp 


Asp 


Lys 


Thr 


Arg 


Ser 


Arg 


Asp 


Lys 


Thr 


His 


Thr 


Cys 


Pro 


Pro 


Cys 


304 


145 










150 










loo 










X DU 


307 


Pro 


Ala 


Pro 


Glu 


Leu 


Leu 


Gly 


Gly 


Pro 


Ser 


Val 


nit 

Pne 


lieu 


Fne 


Pro 


Pro 


308 
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1 /U 










I/O 




311 


Lys 


Pro 


Lys 


Asp 


Thr 


Leu 


Met 


He 


Ser 


Arg 


Thr 


Pro 


(jlU 


vai 


1 nr 


Cys 


312 








180 










loo 










1 y u 






315 


Val 


Val 


Val 


Asp 


Val 


Ser 


His 


Glu 


Asp 


Pro 


blU 


T7-^ T 

val 


Lys 


Fne 


Asn 


Trp 


316 






195 










o r\ 










one; 
ZUO 








319 


Tyr 


Val 


Asp 


Gly Val 


Glu 


Val 


His 


Asn 


Ala 


Lys 


Thr 


Lys 


Pro 


Arg 


Pin 

LjXU 


320 




210 










215 










o o n 
Z Z U 










323 


Glu 


Gin 


Tyr 


Asn 


Ser 


Thr 


Tyr 


Arg 


Val 


Val 


Ser 


val 


Leu 


inr 


vai 


Leu 


324 


225 










230 










O ^5 R 

Zoo 










94 0 
Z 4 u 


327 


His 


Gin 


Asp 


Trp 


Leu 


Asn 


Gly 


Lys 


Glu 


Tyr 


Lys 


Cys 


Lys 


vax 


Ser 


Asn 


328 










245 










O c: n 
zoU 










9 R R 

zoo 




331 


Lys 


Ala 


Leu 


Pro 


Val 


Pro 


lie 


blU 


Lys 


inr 


1 ±e 


Ser 


Lys 


/-ixa 


Lys 


oxy 
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260 










Z DO 
















o o c 


Giln 


Pro 


Arg 


Glu 


Pro 


Gin 


vax 


Tyr 


i nr 


Leu 


irro 


It J. LJ 




7\ T~ rr 

XT.X y 


O -L U. 


Glu 


O O 

Job 
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o Q n 
z o u 










z. o ^ 








o /\ r\ 
o4U 


Met 


Thr 


Lys 


Asn 


Gin 


Val 


C £i -r» 

oer 


Leu 


i nr 


Cxrc; 

L^yo 


lieu 


V d j- 


T .\7C" 


o -L _y 


Phe 


Tvr 


J41 




290 




















OyJKJ 










A A 
J 41 4 


Pro 


Ser 


Asp 


He 


Ala 


Val 


Glu 


Trp 


Glu 


Ser 


Asn 


Gly 


Gin 


Pro 


Glu 


Asn 


345 


305 










310 










315 










320 


348 


Asn 


Tyr 


Lys 


Thr 


Thr 


Pro 


Pro 


Val 


Leu 


Asp 


Ser 


Asp 


Gly 


Ser 


Phe 


Phe 


349 










325 










330 










335 




352 


Leu 


Tyr 


Ser 


Lys 


Leu 


Thr 


Val 


Asp 


Lys 


Ser 


Arg 


Trp 


Gin 


Gin 


Gly 


Asn 


353 








340 










345 










350 






356 


Val 


Phe 


Ser 


Cys 


Ser 


Val 


Met 


His 


Glu 


Ala 


Leu 


His 


Asn 


His 


Tyr 


Thr 


357 






355 










360 
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360 


Gin 


Lys 


Ser 


Leu 


Ser 


Leu 


Ser 


Pro 


Pro 


Lys 
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370 
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364 


<210> SEQ ID NO: 


: 4 
























365 


<211> LENGTH: 1134 
























366 


<212> TYPE: 


DNA 


























367 


<213> ORGANISM: 


Artificial 1 


Sequence 
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421 
424 
425 
426 
427 

W~> 428 
429 
431 
433 
434 



Input Set : A:\sequencGS for 08702.0093-00000.txt 
Output Set: N:\CRF4\04092004\J689677A.raw 

NFORMATION: Fusion C^r^ 



<220> FEATURE 

<223> OTHER INFORMATION 
<4 00> SEQUENCE: 4 



LltaCa.L.C Udt 


o u 




1 90 
X ^ u 


ggacaagcgg 


loO 


gaagaagggc 


240 


tgaggagaac 


300 


cactcatttg 


360 


caccggcggc 


420 


cccaccgtgc 


480 


acccaaggac 


540 


gagccacgaa 


600 


tgccaagaca 


660 


caccgtcctg 


720 


agccctccca 


780 


acaggtgtac 


840 


ctgcctggtc 


900 


gccggagaac 


960 


ctatagcaag 


1020 


cgtgatgcat 


1080 


taaa 


1134 



<210> SEQ ID NO: 5 
<211> LENGTH: 4 
<212> TYPE: PRT 

<213> ORGANISM: Artificial Sequen ce ^^^^"^ 
<220> FEATURE : ^jinking Sequence ^^T^ ' 

<223> OTHER INFURMai'ION : biy-Ser repeat 
<400> SEQUENCE: 5 , ^ • 

Gly Ser Gly Ser 



<210> SEQ ID NO: 6 
<211> LENGTH: 4 
<212> TYPE: PRT 

<213> ORGANISM: ArtJ^^icial^^eou^ce 
<220> FEATURE : (LinJcinq Secruen ce J) 

<223> OTHER INFORMATION: Enterokinase Cleavage Site 
<4 00> SEQUENCE: 6 
Asp Asp Asp Lys 
1 



> 



es^o^ — 



file://C!\CRF4\Outhold\VsrJ689677A.htm 



4/9/04 



VERIFICATION SUMMARY DATE: 04/09/2004 

PATENT APPLICATION: US/10/689, 677A TIME: 16:19:59 



Input Set : A:\sequences for 08702.0093-00000.txt 
Output Set: N: \CRF4\04092004\J689677A, raw 

L:ll M:270 C: Current Application Number differs. Replaced Current Application 
L:ll M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:261 M:256 W: Invalid Numeric Header Field, <220> has non-blank data 
L:368 M:256 W: Invalid Numeric Header Field, <220> has non-blank data 
L:415 M:256 W: Invalid Numeric Header Field, <220> has non-blank data 
L:428 M:256 W: Invalid Numeric Header Field, <220> has non-blank data 



file://C:\CRF4\Outhold\VsrJ689677A.htm 



